. Decision tree for hybrid sequencing strategy. For organisms with a small genome size (Ͻ3 Mb) and͞or a small number of gaps and͞or high levels of repetitive structure inducing physical ends, we found 8ϫ Sanger sequencing to be the most cost-effective approach. For organisms with a large genome size, many sequencing gaps, and͞or hard stops, we found initial sequencing of 5.3ϫ Sanger data followed by the addition of two 454 runs to be the most cost-effective approach.
PHARMACOLOGY.
For the article ''RF9, a potent and selective neuropeptide FF receptor antagonist, prevents opioid-induced tolerance associated with hyperalgesia,'' by Frédéric Simonin, Martine Schmitt, Jean-Paul Laulin, Emilie Laboureyras, Jack H. Jhamandas, David MacTavish, Audrey Matifas, Catherine Mollereau, Patrick Laurent, Marc Parmentier, Brigitte L. Kieffer, Jean-Jacques Bourguignon, and Guy Simonnet, which appeared in issue 2, January 10, 2006, of Proc Natl Acad Sci USA (103:466-471; first published January 3, 2006; 10.1073͞pnas. 0502090103), the authors note that in Fig. 1B , the position of the bond between the adamantane system and the rest of the RF9 compound is incorrect. The corrected figure and its legend appear below. This error does not affect the conclusions of the article. 
